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Nowadays, studies of the human past employ various approaches and technological capabilities 

(Racimo et al., 2020). Collaboration between humanities and natural sciences opens up facets 

of our history that remain inaccessible when examined solely within individual disciplines. 

While the results obtained within each discipline may not be directly linked, the development, 

divergence, and pathways manifesting in language and intangible culture are associated with 

human contacts and communication, migrations, material culture, and changing environments. 

To study similarities and differences in cultural and biological processes, extensive datasets, 

new frameworks and methods for their joint analysis are needed. Several recent initiatives have 

already tackled questions of biological and cultural evolution, for instance, the genetic affinities 

within language families, spatiotemporal overlaps of material culture and linguistic and genetic 

origins – both at the Uralic and global level (Barbieri et al., 2022; Creanza et al., 2015; Lang, 

2018; Tambets et al., 2018). 

This transdisciplinary symposium examines the connections and causes of cultural, and 

genetic diversity among human groups and provides an overview of the contributions of 

archaeology, genetics, and other related disciplines to understand the variation seen in 

linguistic and folklore data. The goal of the symposium is to continue developing cross-

disciplinary dialogue and to map the possibilities of the synthesis of datasets related to cultural 

and genetic heritage. We invite abstracts from researchers of various disciplines (archaeology, 

folklore, genetics, palaeoclimatology etc) whose data and models shed light on human cultural 

and biological evolution from various perspectives and in the broadest sense possible.  
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